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DISEASE 

<130> 3157.00011 
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<141> 2003-12-02 

<150> 60/430,253 
<151> 2002-12-02 

<150> PCT/US02/18478 
<151> 2002-06-10 

<160> 15 

<170> Patentin version 3.2 

<210> 1 

<211> 143 

<212> PRT 

<213> homo sapien 

<400> 1 

Gly Ala Pro Ala Gly Pro Leu lie Val Pro Tyr Asn Leu Pro Leu Pro 
15 10 15 

Gly Gly val Val Pro Arg Met Leu lie Thr lie Leu Gly Thr Val Lys 
20 25 30 

Pro Asn Ala Asn Arg lie Ala Leu Asp Phe Gin Arg Gly Asn Asp Val 
35 40 45 

Ala Phe His Phe Asn Pro Arg Phe Asn Glu Asn Asn Arg Arg Val lie 
50 55 60 

Val Cys Asn Thr Lys Leu Asp Asn Asn Trp Gly Arg Glu Glu Arg Gin 
65 70 75 80 

Ser Val Phe Pro Phe Glu Ser Gly Lys Pro Phe Lys lie Gin Val Leu 
85 90 95 

Val Glu Pro Asp His Phe Lys Val Ala Val Asn Asp Ala His Leu Leu 
100 105 110 

Gin Tyr Asn His Arg Val Lys Lys Leu Asn Glu lie Ser Lys Leu Gly 
115 120 125 



He Ser Gly Asp lie Asp Leu Thr Ser Ala Ser Tyr Thr Met lie 
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130 135 140 

<210> 2 

<211> 144 

<212> PRT 

<213> homo saplen 

<400> 2 

cys Gly Ala Pro Ala Gly Pro Leu lie Val Pro Tyr Asn Leu Pro Leu 
15 10 15 

Pro Gly Gly Val Val Pro Arg Met Leu lie Thr lie Leu Gly Thr Val 
20 25 30 

Lys Pro Asn Ala Asn Arg lie Ala Leu Asp Phe Gin Arg Gly Asn Asp 
35 40 45 

Val Ala Phe His Phe Asn Pro Arg Phe Asn Glu Asn Asn Arg Arg Val 
50 55 60 

lie Val Cys Asn Thr Lys Leu Asp Asn Asn Trp Gly Arg Glu Glu Arg 
65 70 75 80 

Gin Ser Val Phe Pro Phe Glu Ser Gly Lys Pro Phe Lys lie Gin Val 
85 90 95 

Leu Val Glu Pro Asp His Phe Lys Val Ala Val Asn Asp Ala His Leu 
100 105 110 

Leu Gin Tyr Asn His Arg Val Lys Lys Leu Asn Glu lie Ser Lys Leu 
115 120 125 

Gly lie Ser Gly Asp lie Asp Leu Thr Ser Ala ser Tyr Thr Met lie 
130 135 140 



<210> 3 

<211> 250 

<212> PRT 

<213> homo sapien 

<400> 3 

Met Ala Asp Asn Phe Ser Leu His Asp Ala Leu Ser Gly Ser Gly Asn 
15 10 15 

Pro Asn Pro Gin Gly Trp Pro Gly Ala Trp Gly Asn Gin Pro Ala Gly 
20 25 30 

Ala Gly Gly Tyr Pro Gly Ala Ser Tyr Pro Gly Ala Tyr Pro Gly Gin 
35 40 45 
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Ala Pro Pro Gly Ala Tyr Pro Gly Gin Ala Pro Pro Gly Ala Tyr His 
50 55 60 

Gly Ala Pro Gly Ala Tyr Pro Gly Ala Pro Ala Pro Gly Val Tyr Pro 
65 70 75 80 

Gly Pro Pro Ser Gly Pro Gly Ala Tyr Pro Ser Ser Gly Gin Pro Ser 
85 90 95 

Ala Pro Gly Ala Tyr Pro Ala Thr Gly Pro Tyr Gly Ala Pro Ala Gly 
100 105 110 

Pro Leu lie Val Pro Tyr Asn Leu Pro Leu Pro Gly Gly Val Val Pro 
115 120 125 

Arg Met Leu lie Thr lie Leu Gly Thr Val Lys Pro Asn Ala Asn Arg 
130 135 140 

lie Ala Leu Asp Phe Gin Arg Gly Asn Asp Val Ala Phe His Phe Asn 
145 150 155 160 

Pro Arg Phe Asn Glu Asn Asn Arg Arg Val lie Val Cys Asn Thr Lys 
165 170 175 

Leu Asp Asn Asn Trp Gly Arg Glu Glu Arg Gin Ser Val Phe Pro Phe 
180 185 190 

Glu Ser Gly Lys Pro Phe Lys lie Gin Val Leu Val Glu Pro Asp His 
195 200 205 

Phe Lys Val Ala Val Asn Asp Ala His Leu Leu Gin Tyr Asn His Arg 
210 215 220 

Val Lys Lys Leu Asn Glu lie Ser Lys Leu Gly lie Ser Gly Asp lie 
225 230 235 240 

Asp Leu Thr Ser Ala Ser Tyr Thr Met He 
245 250 



<210> 4 

<211> 143 

<212> PRT 

<213> homo sapien 

<400> 4 

Gly Ala Pro Ala Gly Pro Leu lie Val Pro Tyr Asn Leu Pro Leu Pro 
15 10 15 
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Gly Gly Val Val Pro Arg Met Leu lie Thr lie Leu Gly Thr Val Lys 
20 25 30 

Pro Asn Ala Asn Arg lie Ala Leu Asp Phe Gin Arg Gly Asn Asp Val 
35 40 45 

Ala Phe His Phe Asn Pro Arg Phe Asn Glu Asn Asn Arg Arg Val lie 
50 55 60 

Val Cys Asn Thr Lys Leu Asp Asn Asn Trp Gly Arg Glu Glu Arg Gin 
65 70 75 80 

Ser Val Phe Pro Phe Glu Ser Gly Lys Pro Phe Lys lie Gin Val Leu 
85 90 95 

Val Glu Pro Glu His Phe Lys Val Ala Val Asn Asp Ala His Leu Leu 
100 105 110 

Gin Tyr Asn His Arg Val Lys Lys Leu Asn Glu lie Ser Lys Leu Gly 
115 120 125 

lie Ser Gly Asp lie Asp Leu Thr Ser Ala Ser Tyr Thr Met lie 
130 135 140 



<210> 5 

<211> 143 

<212> PRT 

<213> homo sapien 

<400> 5 

Gly Ala Pro Ala Gly Pro Leu lie Val Pro Tyr Asn Leu Pro Leu Pro 
15 10 15 

Gly Gly Val Val Pro Arg Met Leu lie Thr lie Leu Gly Thr Val Lys 
20 25 30 

Pro Asn Ala Asn Arg lie Ala Leu Asp Phe Gin Arg Gly Asn Asp Val 
35 40 45 

Ala Phe His Phe Asn Pro Arg Phe Asn Glu Asn Asn Arg Arg Val lie 
50 55 60 

Val Cys Asn Thr Lys Leu Asp Asn Asn Trp Gly Arg Glu Glu Arg Gin 
65 70 75 80 

ser Val Phe Pro Phe Glu Ser Gly Lys Pro Phe Lys He Gin Val Leu 
85 90 95 
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Val Glu Pro Glu His Phe Lys Val Ala val Asn Asp Ala His Leu Leu 
100 105 110 



Gin Tyr Asn His Arg Ala Lys Lys Leu Asn Glu lie Ser Lys Leu Gly 
115 120 125 



lie Ser Gly Asp lie Asp Leu Thr Ser Ala Ser Tyr Thr Met lie 
130 135 140 



<210> 6 

<211> 27 

<212> DNA 

<213> artificial sequence 
<220> 

<223> primer 



<220> 

<221> misc_feature 

<222> (1). .(27) 

<223> primer 

<400> 6 

gacgacgaca agggcgcccc tgctggg 



<210> 7 

<211> 30 

<212> DNA 

<213> artificial sequence 
<220> 

<223> primer 



<220> 

<221> misc_feature 

<222> (1). .(30) 

<223> primer 

<400> 7 

gaggagaagc ccggtttata tcatggtata 



<210> 8 

<211> 30 

<212> DNA 

<213> artificial sequence 
<220> 

<223> primer 



<220> 

<221> misc_feature 
<222> (1)..(30) 
<223> primer 
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<400> 8 

gacgacgaca agtgcggcgc ccctgctggg 



<210> 9 

<211> 30 

<212> DNA 

<213> artificial sequence 
<220> 

<223> primer 



<220> 

<2 2 1> mi s c_f eat u re 

<222> (1)..(30) 

<223> primer 

<400> 9 

gaggagaagc ccggtttata tcatggtata 



<210> 10 

<211> 36 

<212> DNA 

<213> artificial sequence 
<220> 

<223> primer 



<220> 

<221> misc_feature 

<222> (1)..(36) 

<223> primer 

<400> 10 

gacgacgaca agtgcggcgc ccctgctggg ccactg 



<210> 11 

<211> 27 

<212> DNA 

<213> artificial sequence 
<220> 

<223> primer 



<220> 

<2 2 1> mi s c_f eat u r e 

<222> (1)..(27) 

<223> primer 

<400> 11 

actgttgaac ctgaacactt caaggtt 



<210> 12 
<211> 27 
<212> DNA 

<213> artificial sequence 
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<220> 

<223> primer 
<220> 

<2 2 1> mi s c_f eat u re 

<222> (1). .(27) 

<223> primer 

<400> 12 

aaccttgaag tgttcaggtt caacact 27 

<210> 13 

<211> 27 

<212> DNA 

<213> artificial sequence 
<220> 

<223> primer 
<220> 

<2 2 1> mis c_f e at u r e 

<222> (1). .(27) 

<223> primer 

<400> 13 

tacaatcatc gggctaaaaa actcaat 27 

<210> 14 

<211> 27 

<212> DNA 

<213> artificial sequence 
<220> 

<223> primer 
<220> 

<221> misc_feature 

<222> (1). .(27) 

<223> primer 

<400> 14 

actgttgaac ctgaacactt caaggtt 27 

<210> 15 

<211> 818 

<212> DNA 

<213> homo sapien 

<400> 15 

agcagccgtc cggagccagc caacgagcgg aaaatggcag acaatttttc gctccatgat 60 

gcgttatctg ggtctggaaa cccaaaccct caaggatggc ctggcgcatg ggggaaccag 120 

cctgctgggg cagggggcta cccaggggct tcctatcctg gggcctaccc cgggcaggca 180 

cccccagggg cttatcctgg acaggcacct ccaggcgcct accatggagc acctggagct 240 
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tatcccggag cacctgcacc tggagtctac ccagggccac ccagcggccc tggggcctac 300 

ccatcttctg gacagccaag tgcccccgga gcctaccctg ccactggccc ctatggcgcc 360 

cctgctgggc cactgattgt gccttataac ctgcctttgc ctgggggagt ggtgcctcgc 420 

atgctcataa caattctggg cacggtgaag cccaatgcaa acagaattgc tttagatttc 480 

caaagaggga atgatgttgc cttccacttt aacccacgct tcaatgagaa caacaggaga 540 

gtcattgttt gcaatacaaa gctggataat aactggggaa gggaagaaag acagtcggtt 600 

ttcccatttg aaagtgggaa accattcaaa atacaagtac tggttgaacc tgaccacttc 660 

aaggttgcag tgaatgatgc tcacttgttg cagtacaatc atcgggttaa aaaactcaat 720 

gaaatcagca aactgggaat ttctggtgac atagacctca ccagtgcttc atataccatg 780 

• atataatctg aaaggggcag attaaaaaaa aaaacgga 818 
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